In the title compound, C 28 H 23 NO 4 S 2 , the indole ring system (r.m.s. deviation = 0.007 Å ) subtends dihedral angles of 78.69 (13) and 38.97 (13) with the planes of the N-and Cbonded sulfonylbenzene rings, respectively, and these two benzene rings are inclined to each other at an angle of 65.45 (16) . The methylene-linked phenyl ring is twisted at an angle of 81.80 (13) from the indole ring. The molecular structure features two short intramolecular C-HÁ Á ÁO contacts, which both generate S(6) rings. In the crystal, molecules are linked by C-HÁ Á ÁO hydrogen bonds and C-HÁ Á Á interactions, generating a three-dimensional network.
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Cg2 and Cg4 are the centroids of the C1-C6 and C17-C22 rings, respectively. 
S1. Structural commentary
Indole derivatives are known to exhibit biological activities such as anti-proliferative (Parrino et al., 2015) , potential mushroom tyrosinase inhibitors (Ferro et al., 2015) , anti-inflammatory (Chen et al., 2015) and anti-tumor (Ma et al., 2015) . We herein report the crystal structure of (I) (Fig. 1 ). The geometric parameters of the title compound agree well with a similar structure [Umadevi et al. 2015] .
The indole moiety is almost planar (r.m.s deviation = 0.007 Å] and makes the dihedral angles of 78.69 (13)° with Nbound phenylsulfonyl ring (C1-C6), 38.97 (13)° with C-bound phenylsulfonyl ring (C23-C28) and 81.80 (13)° with phenyl ring (C17-C22). The N-bound and C-bound phenylsulfonyl rings are inclined at an angle of 65.45 (16)°. The molecular structure is stabilized by weak intramolecular C-H···O hydrogen bond and C-H···π (Table 1) Table 1 ) and C-H···π (Table 1) interactions.
S2. Synthesis and crystallization
To a solution of 1-(phenylsulfonyl)-2-(phenylsulfonylmethyl)-1H-indole (0.5 g, 1.21 mmol) in dry DMF (10 ml) K 2 CO 3 (0.33 g, 2.43 mmol) and benzyl chloride (0.20 g, 1.58 mmol) were added and the reaction mixture was stirred at room temperature for 12 h. after completion of starting material (monitored by TLC), the reaction mass was poured over crushed ice containing Conc. HCl (3 ml) and extracted with ethyl acetate (20 ml). The combined organic extracts were washed with water (3 ml), brine solution (3 ml) and dried (Na 2 SO 4 ). Removal of solvent followed by recrystallization of the crude product from methanol (5 ml) afforded the title compound as colourless blocks.
S3. Refinement
H atoms were positioned geometrically and refined using riding model, with C-H = 0.93 Å and U iso (H) = 1.2Ueq(C) for aromatic CH, C-H = 0.98 Å and U iso (H) = 1.2Ueq(C) for CH and C-H = 0.97 Å and U iso (H) = 1.2Ueq(C) for CH 2 .
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Figure 1
The molecular structure of the title compound, with displacement ellipsoids drawn at the 30% probability level.
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Figure 2
The crystal packing of the title compound, viewed along the a axis. The C-H···O hydrogen bonds are shown as dashed lines (see Table 1 ). H atoms not involved in these interactions have been omitted for clarity. 
2-[2-Phenyl-1-(phenylsulfonyl)ethyl]-1-phenylsulfonyl-1H-indole
Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 0.7800 (2) 0.2579 (2) (2) C6-C1-C2 121.5 (2) H16A-C16-H16B 108.0 C6-C1-S1 118.0 (2) C18-C17-C22 117.7 (3) C2-C1-S1 120.35 (18) C18-C17-C16 120.9 (3) C3-C2-C1 118.9 (3) C22-C17-C16 121.4 (3) C3-C2-H2 120.6 C19-C18-C17 120.9 (3) C1-C2-H2 120.6 C19-C18-H18 119.5 C4-C3-C2 120.3 (3) C17-C18-H18 119.5 C4-C3-H3 119.9 C20-C19-C18 120.6 (3) C2-C3-H3 119.9 C20-C19-H19 119.7 C3-C4-C5 120.2 (3) C18-C19-H19 119.7 C3-C4-H4 119.9 C19-C20-C21 119.8 (3) C5-C4-H4 119.9 C19-C20-H20 120.1 C4-C5-C6 120.8 (3) C21-C20-H20 120.1 C4-C5-H5 119.6 C20-C21-C22 120.1 (3) C6-C5-H5 119.6 C20-C21-H21 119.9 C1-C6-C5 118.3 (3) C22-C21-H21 119.9 C1-C6-H6 120.9 C17-C22-C21 120.8 (3) C5-C6-H6 120.9 C17-C22-H22 119.6 C8-C7-C12 122.3 (2) C21-C22-H22 119.6 C8-C7-N1 129.9 (2) C28-C23-C24 120.9 (3) C12-C7-N1 107.88 (19) C28-C23-S2 119.0 (2) C9-C8-C7 116.6 (3) C24-C23-S2 120.1 (2) C9-C8-H8 121.7 C23-C24-C25 118.7 (3) 
